
2005 

25 

(populations) (spiral nematode) 7 

(lance nematode) 6 

Scutellonema brachyurum (Steiner, 1938) Andrassy

(1958) 3 S. truncatum Sher

(1963) 7 Hoplolaimus columbus

Sher (1963)

Hoplolaiminae Filipjev (1934) 

Hoplolaimidae (Filipjev, 1934) Weiser (1953) 

(subfamily) (17)

(superfamily) Hoplolaimoidea (Filipjev, 1934)

Paramonov, 1967 (suborder) Tylenchina (Filipjev,

1934) Geraert, 1966 (order) Tylenchida (Filipjev,

1934) Thorne, 1949 (subclass) Secernentea (von

Linstow, 1905) Dougherty, 1958 (class) Nematoda

Rudolphi, 1808 Hoplolaiminae (Type

genus) Hoplolaimus Daday, 1905

(phasmid) (scutellum)

S. brachyurum

(ectoparasitic)(21) Graham (12) (gallon) 

4000-5000 S. brachyurum

57 % 43

Plant Pathology Bulletin 15:25-38, 2006

(Nematoda: Hoplolaiminae) 
1 2 3 4 5,6

1  

2  

3  

4  

5  

6  hfni@dns.caes.gov.tw : +886-5-2773630

95 2 8 

. 2006. 

(Nematoda: Hoplolaiminae) . 15: 25-38.

2005 6 Scutellonema brachyurum (Steiner,

1938) Andrassy, 1958 3 S. truncatum Sher, 1963 7 Hoplolaimus columbus Sher,

1963 (morphometrics) DNA (ribosomal

DNA, rDNA) 5.8S (Internal transcribed spacer, ITS) 

SEM GenBank 

rDNA 5.8S ITS 

Scutellonema brachyurum Scutellonema truncatum

Hoplolaimus columbus DNA



% H. columbus Columbia lance

nematode (Georgia) 

(South Carolina) 
(1,8,18)

(bolls) 

1972 (13,14)

(15)

(16)

(26) (2)

Hoplolaimus Scutellonema (genus) 

(species) 

(Morphology) (morphometrics) rDNA

5.8S ITS 

rDNA 

(3)

SEM (27)

DNA rDNA 

( )

DNA 

10-50 

DNA [20 mM

Tris-HCl pH 8.5, 50 mM EDTA, pH 8.0 1 % SDS] 

10 l 20 mg/ml proteinase K

(Protech) 65 95

10 20 12000 g 10 

100 l  Phenol chloroform

isoamyl alcohol (25 24 1) 20

10000 g 10 10 l 3M

Sodium Acetate (pH 5.2) 100 l iso-propanol

20 4 10000 g

10 200 l 

70 % 4 10000 g

5 

30 l 

65 5 

DNA -20
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Table1. The origins of Scutellonema and Hoplolaimus populations investigated in this study.

Species Code Origin Host
S. brachyurum Sbra1 Danshui, Taipei County Golden spider lily (Lycoris aurea Herb.)( )

Sbra2 Danshui, Taipei County Zigzag-asparagus (Asparagus densiflorus Jessop cv. 
'Myriocladus') ( )

Sbra3 Danshui, Taipei County Daylily (Hemerocallis hybrida Hort.)( )
Sbra4 Houli, Taichung County Golden spider lily (L. aurea Herb.)
Sbra5 Fuli, Hualien County Daylily (H. hybrida Hort.)
Sbra6 Taimali, Taitung County Daylily (H. hybrida Hort.)

S. truncatum Stru1 Pinglin, Taipei County Bamboo (Bambusa spp.)( )
Stru2 Taichung City Bamboo (Bambusa spp.)( )
Stru3 Danshui, Taipei County Bamboo (Bambusa spp.)( )

H. columbus Hco1 Dounan, Yunlin County Banana (Musa spp. cv. 'Pei-chiao')( )
Hco2 Cishan, Kaohsiung County Banana (Musa spp. cv. 'Pei-chiao')
Hco3 Dashu, Kaohsiung County Banana (Musa spp. cv. 'Pei-chiao')
Hco4 Kinhu, Kinmen County Banana (Musa spp. cv. 'Pei-chiao')
Hco5 Sincheng, Hualien County Banana (Musa spp. cv. 'Ba-chiao')( )
Hco6 Sincheng, Hualien County Banana (Musa spp. cv. 'Pei-chiao')
Hco7 Wanluan, Pingtung County Banana (Musa spp. cv. 'Pei-chiao')



rDNA 

PCR 25 l

rDNA ( 5.8S 

18S 28S ITS-1 ITS-2 

) 0.5 l 2 

Taq polymerase (Protech) 10 X Taq DNA polymerase

buffer A T C G deoxyribonucleotide (dATP,

dTTP dCTP, dGTP) 0.1mM PCR 
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Scutellonema brachyurum
Table 2. Morphometrics of the Scutellonema brachyurum populations isolated from Taiwan and its comparison with
topotypes recorded in USA 

Character1

Locality and host (code)
Danshui Danshui Danshui Houli Fuli Taimali North Carolina
Golden spider Zigzag-asparagus Daylily(Sbra3) Golden spider Daylily(Sbra5) Daylily(Sbra6) Red spider lily 
lily (Sbra1) (Sbra2) lily (Sbra4) (topotypes)2

n 16 15 16 21 12 12 20
L (mm) 0.76 0.033 0.75 0.05 0.71 0.05 0.72 0.043 0.69 0.03 0.70 0.05 0.72-0.88

(0.69-0.80) (0.66-0.85) (0.64-0.81) (0.65-0.80) (0.65-0.73) (0.64-0.79) 

a 28.7 2.6 29.0 2.8 28.6 2.7 28.1 2.2 30.0 2.3 27.7 2.1 24-34
(25.2-33.5) (24.2-34.4) (24.4-33.3) (25.0-32.6) (25.9-34.8) (24.1-30.9)

b 9.4 0.5 9.4 0.5 9.6 0.8 9.0 1.0(n=19) 8.7 0.4 8.9 0.6 -
(8.4-10.1) (8.8-10.6) (8.4-11.0) (7.8-12.0) (8.3-9.4) (8.2-9.9)

b' 5.4 0.3 (n=15) 5.5 0.4 (n=14) 5.5 0.4 (n=15) 5.1 0.4 5.1 0.3 5.2 0.4(n=11) 5.0-6.3
(4.9-5.7) (5.0-6.2) (4.9-6.4) (4.6-5.9) (4.7-5.6) (4.6-5.8) 

c 85.4 13.6 71.6 6.3 77.6 8.7 68.2 6.3 72.5 11.4 69.7 11.1 56-92
(56.2-110.0) (60.8-85.6) (61.7-91.4) (55.4-80.0) (57.5-92.9) (53.3-88.8) 

c' 0.54 0.1 0.63 0.1 0.58 0.1 0.55 0.1 0.57 0.1 0.57 0.1 -
(0.4-0.7) (0.5-0.8) (0.4-0.7) (0.5-0.7) (0.5-0.7) (0.5-0.7) 

V 60.0 1.3 60.4 1.1 60.6 1.5 60.0 1.9 59.6 0.9 61.0 1.5 58-62
(58.3-62.6) (58.0-62.4) (58.2-63.8) (56.8-63.8) (57.6-61.6) (58.8-64.6) 

Stylet ( m) 27.8 0.8 28.1 0.7 27.4 1.0 27.8 1.2 27.7 0.9 28.3 0.9 27-31
(26.4-29.7) (26.7-29.3) (24.7-28.7) (25.0-30.0) (26.3-29.7) (27.3-29.7) 

ODG ( m) 8.7 0.7 (n=13) 7.6 1.0 7.5 0.8 (n=15) 6.8 0.7(n=20) 7.5 0.5 (n=11) 7.1 0.7 - 
(7.3-9.7) (5.3-9.3) (6.0-8.7) (5.3-8.0) (6.7-8.3) (6.0-8.0)

O 31.0 2.4 26.9 3.3 27.3 3.1 24.6 2.6 26.9 1.8 25.2 2.7 17-28
(26.7-34.6) (19.6-32.9) (21.7-31.9) (19.4-28.2) (23.9-29.3) (21.0-28.5) 

EP( m) 125 5 (n=15) 130 10 120 8 123 7 118 4 126 4 -
(113-132) (116-143) (108-133) (112-138) (108-123) (117-130) 

P 16.5 0.9 17.4 0.8 16.8 1.2 17.2 0.8 17.0 0.8 18.0 1.0 -
(14.7-18.1) (15.9-18.8) (14.3-18.7) (16.0-18.9) (15.7-18.4) (16.2-20.0) 

Phasmid 4.3 0.4 3.9 0.3 4.1 0.4 (n=15) 4.1 0.4(n=20) 4.2 0.3 4.4 0.3 -
( m) (3.5-4.8) (3.3-4.7) (3.5-4.8) (3.5-4.7) (3.9-4.7) (4.0-4.7) 

Tail ( m) 9 2 11 1 9 1 11 1 10 1 10 1 -
(7-13) (9-12) (7-12) (9-13) (7-12) (8-12)

Anal body 17 1 17 1 16 2 19 1 17 1 18 1 -
width ( m) (15-19) (15-18) (13-18) (17-22) (15-20) (17-19)
1 n=no. of nematodes; L=body length; a=body length divided by its maximum width; b= body length divided by the length from

anterior end of body to the metacorpus; b'=body length divided by length of esophagus up to end of esophageal glands; c=body
length divided by length of tail; c'=tail length divided by anal diameter of body; V=ratio between distance from vulva to anterior
end of body and total body length in %; ODG= the distance from base of stylet to orifice of dorsal gland; o=ratio between the
length of ODG and total length of stylet in %; EP= the distance from excretory pore to the anterior end of body; p=ratio between
the length of EP and body length in %; Phasmid: internal diameter  

2 Sher, S. A. 1963 (21)

3 Measurements in the form: mean standard deviation (range), "-"=no data



(Thermocycler, BioRad, USA) 

94 4 

94 30 52 30 72 1 30 

72 7 PCR 

4 0.5 X

TBE buffer (40 mM Tris, 20 mM Boric acid, and 1 mM

EDTA, pH 8.0) 1.5 % agarose gel 

rDNA 

PCR Wizard®SV Gel and PCR Clean-

Up System (Promega, USA) 

PCR pGEM-T easy (Promega, USA) 

(Escherichia coli, ECOS101, Yeastern Biotech. Taiwan)

(Taiwan) T7/Sp6 

rDNA 

( , consensus sequence) 

: 6 Scutellonema brachyurum 
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Scutellonema brachyurum A, (eg, V, ) B, 
(o, ) C (Sbra4) D (Sbra2), (a, ) A=50 

B-D=10 
Fig. 1. Photomicrographs of Scutellonema brachyurum . Female, A: Whole body (eg, esophageal gland; v, vulva); B:
Anterior region (o, orifice of dorsal gland); C (Sbra4) & D (Sbra2): Posterior region (a, anus). Scale bars in A=50 m; in
B-D=10 m.



Sbra1 Sbra4 Sbra5 Sbra6 4 4 3

2 3 12 rDNA 

3 9 

(1343 bp; GenBank, Accession No.

DQ316097) 3 S. truncatum

Stru1 Stru2 Stru3 3 3 1 

7 rDNA 7

(1457 bp;

GenBank ,  Acces s ion  No .  DQ316098) ;  7  

Hoplolaimus columbus Hco1 Hco2 Hco4 

Hco5 4 1 2 1 3 

7 rDNA 

(1269 bp; GenBank, Accession

No. DQ309584)

Scutellonem brachyurum

4 

29

Scutellonema brachyurum SEM (Sbra5) A, (ts, ) B, (i, 
lf, ) C & D: (a, ae, p, ) A-D=10 
Fig. 2. SEM photomicrographs of Scutellonema brachyurum (Sbra5). Female, A: Lip region (ts, transverse striations); B:
Middle region (i, incisures; lf, lateral field); C & D: Tail region (a, anus; ae, aerolations; p, phasmid). Scale bars in A-D=10

m.



6 Scutellonema brachyurum (

) Sbra1 c ODG

o 5 

(

) rDNA 12 

(1310 bp-1346 bp) (1343 bp) 

92.5-99.6 % 97.9 %

Sbra1 4 rDNA 

99.1 % 

S. brachyurum

'C' 

( , A) (semispherical)

5.3 m

(transverse striations) 4

(annules) ( , B; , A) (stylet

knob) (rounded) 5.2 m (
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Scutellonema truncatum
Table 3. Morphometrics of the Scutellonema truncatum populations isolated from Taiwan and its comparison with
paratypes recorded in South Africa

Character1
Locality (code)

Pinglin Taichung Danshui South Africa
(Stru1) (Stru2) (Stru3) Unknown2(Paratypes)

n 17 16 12 20
L (mm) 0.67 0.04 0.67 0.03 0.63 0.03 0.61-0.75

(0.61-0.78) (0.59-0.70) (0.60-0.70) 

a 26.0 2.2 25.1 1.9 26.7 1.2 22-28
(22.0-31.0) (22.3-28.8) (24.4-29.1)

b 11.0 0.6 (n=16) 10.3 0.6 10.1 0.5 -
(10.2-12.4) (8.9-11.1) (9.2-10.9)

b' 6.0 0.5 (n=13) 5.7 0.5 5.9 0.6 4.7-5.9
(5.4-7.0) (4.7-6.7) (5.6-6.9) 

c 56.3 6.8 (n=13) 48.9 7.2 44.2 5.5 50-80
(45.7-69.0) (40.0-65.0) (36.7-53.9) 

c' 0.63 0.1 0.71 0.1 0.75 0.1 -
(0.6-0.7) (0.6-0.9) (0.6-0.9) 

V 56.6 0.9 56.3 2.1 56.6 0.8 55-60 
(54.4-57.8) (53.7-61.4) (55.3-58.0) 

Stylet ( m) 26.8 0.6 27.1 0.8 26.8 0.8 26-29 
(26.0-28.3) (25.3-28.3) (25.7-28.0) 

ODG ( m) 7.0 0.9 (n=15) 7.3 0.7 6.8 0.6 -
(6.0-8.7) (6.0-8.7) (5.9-7.7)

O 26.1 3.1 27.0 3.0 25.4 1.8 16-27
(22.9-31.8) (21.8-32.2) (22.4-28.2) 

EP ( m) 93 6 (n=16) 94 10 95 7 -
(82-104) (78-110) (79-104) 

P 13.7 1.1 14.1 1.3 15.1 1.4 -
(11.4-15.2) (12.0-16.0) (13.0-17.3) 

Phasmid ( m) 3.9 0.3 (n=10) 3.6 0.3 (n=15) 3.6 0.3 -
(3.5-4.5) (3.1-4.1) (3.2-4.0) 

Tail ( m) 12 2 14 2 15 2 -
(10-15) (10-17) (12-18)

Anal body 19 1 19 1 19 1 -
width ( m) (17-22) (18-22) (18-21)
1 See table 2.
2 Sher, S. A. 1963 (21)



, B) 10.5 m

(subulate stylet shaft) 49 % (m=49)

(hemizonid) (excretory pore) 

(lateral field)

4 (incisures) 4.6 mm

(aerolations) 

(phasmid) ( , B, C, D)

(anus) 

10 ( ,

C&D; , D) 6 

Scutellonem truncatum

3 Scutellonema

truncatum ( ) Stru1 c c' 

( ) rDNA 

7 (1454 bp-1458

bp) (1457 bp) 98.9-99.5

%

S. truncatum

'C' ( ,

A) (blunt cone)

( , B; , A)

(median esophageal bulb) ( ,

B) 4.9 11.4 m 

43 % (m=43) 2-4

4 

5.1 m

( , A, B, C, D)

10 ( , C&D; 

, C&D) 3 
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Scutellonema truncatum A, (eg, V, ) B, 
(mb, o, ) C (Stru2) D (Stru3), (a, )

A=50 B-D=10 
Fig. 3. Photomicrographs of Scutellonema truncatum. Female, A: Whole body (eg, esophageal gland; v, vulva); B:
Anterior region (mb, median bulb; o, orifice of dorsal gland); C (Stru2) & D (Stru3): Posterior region (a, anus). Scale bars
in A=50 m; in B-D=10 m.



Hoplolaimus columbus

6

7 Hoplolaimus

columbus ( ) Hco4 b' ODG o 

6 

( ) rDNA

7 (1264 bp-

1275 bp) (1269 bp) 98.2-99.2

% Hco4 

98.9 %

H. columbus 1.36-1.51

um ( )

( , A)

7.9 m

(transverse striations) 

(longitudinal striations) ( , C; , A)

8.1 m

(m=50.2) 2-4 

21.1 m

( C&D)

( , B; , B&C)

( , D) 7 

6 Scutellonema

brachyurum 

(North Carolina) (topotypes)

( ) o 

(19.4-34.6 17-28 )
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Scutellonema truncatum SEM (Stru3) A, (ae, ) B, (i, 
v, ) C & D: (a, ae, p, ) A-D=10 

Fig. 4. SEM photomicrographs of Scutellonema truncatum (stru3). Female, A: Anterior region (ae, aerolations); B: Lateral
field (i, incisures; v, vulva); C & D: Tail region (a, anus; ae, aerolations; p, phasmid). Scale bars in A-D=10 m.



(L) (V) (stylet) 

12 (syntypes) 
(21,23) S.

brachyurum Taylor (25)

(Minnesota) 

1/200

3 S. truncatum

(paratypes) c 

(36.7-69.0 50-80)

( )

S. truncatum 3 

7 Hoplolaimus columbus
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Hoplolaimus columbus
Table 4. Morphometrics of the Hoplolaimus columbus populations isolated from Taiwan and Kinmen and its comparison
with paratypes recorded in USA

Character1

Locality (code)
Dounan Cishan Dashu Kinmen
(Hco1) (Hco2) (Hco3) (Hco4)

n 15 12 8 8
L (mm) 1.36 0.08 1.42 0.09 1.39 0.06 1.41 0.14

(1.15-1.50) (1.26-1.54) (1.27-1.48) (1.28-1.64) 

a 30.4 2.9 34.0 2.9 31.2 3.5 31.5 3.2
(27.7-36.6) (28.2-38.1) (27.6-36.8) (27.1-36.0)

b 13.6 1.1(n=14) 14.1 0.8 13.8 0.9 13.5 1.3
(12.1-16.1) (12.9-15.3) (12.4-15.0) (11.8-15.5)

b' 7.1 0.8(n=13) 7.6 0.5(n=9) 7.2 0.6 (n=5) 6.3 (n=4)
(5.9-8.6) (7.1-8.6) (6.4-8.0) (6.0-6.6) 

c 58.7 5.1(n=13) 54.6 8.5 59.7 10.6 58.4 1.9(n=7)
(47.5-67.0) (42.0-73.0) (47.0-77.8) (55.0-61.4) 

c' 0.73 0.1 0.85 0.1 0.77 0.1 0.77 0.1
(0.6-0.8) (0.6-1.1) (0.6-0.9) (0.7-0.9) 

V 55.7 1.7 55.6 1.9 56.0 2.2 55.4 1.8
(53.4-58.4) (53.5-58.9) (53.9-59.2) (52.1-57.9) 

Stylet ( m) 42.3 1.0 42.2 1.0 42.9 1.2 43.3 1.6
(40.7-43.3) (40.8-44.0) (40.7-44.0) (42.0-46.7) 

ODG ( m) 6.1 1.2 6.8 0.4 7.6 0.7 5.0 1.1(n=7)
(4.3-9.3) (6.1-7.7) (6.7-9.0) (4.1-7.0)

O 14.4 2.8 16.1 1.1 17.7 2.1 11.5 2.1
(10.5-21.6) (14.3-18.9) (15.7-22.1) (9.8-15.0) 

EP ( m) 125 8(n=13) 144 11(n=11) 136 11(n=6) 124 19(n=6)
(106-139) (129-166) (128-158) (112-163) 

P 9.3 0.8 10.2 0.9 9.8 0.7 9.0 0.6
(7.5-10.7) (9.3-12.1) (9.0-10.8) (8.4-10.2) 

Phasmid 4.9 0.4(n=12) 4.5 0.3(n=6) 4.9 0.3 5.0 0.3 (n=7)
( m) (4.5-6.0) (4.0-4.8) (4.3-5.2) (4.7-5.5) 

Anterior phasmid - 33.9 (n=3) 38.1 1.7 (n=7) 35.7 (n=3)
(29.1-37.3) (36.3-40.6) (32.7-40.4)

Posterior phasmid 82.3,82.5 80.8 2.6(n=7) 80.8 1.9 81.4 1.5
(75.5-83.5) (78.3-83.0) (79.6-84.2)

Tail ( m) 23 2 27 3 24 4 24 3
(18-28) (20-32) (18-28) (21-28)

Anal body 32 3 31 2 31 2 31 1
width ( m) (27-37) (28-33) (28-33) (30-34)



c 

(42.0-77.8 39-57)

(anterior

phasmid) (posterior phasmid) 

( ) H. columbus Fassuliotis (9)

1/60

15 1 200634

Hoplolaimus columbus ( )
Table 4. Morphometrics of the Hoplolaimus columbus populations isolated from Taiwan and Kinmen and its comparison
with paratypes recorded in USA (cont.)

Character1

Locality (code)
Sincheng Sincheng Wanluan South Carolina, USA
(Hco5) (Hco6) (Hco7) Soybean (paratypes)2

n 8 8 12 20
L (um) 1.44 0.12 1.46 0.11 1.51 0.09 1.26-1.80

(1.26-1.59) (1.30-1.67) (1.34-1.73) 

a 32.8 3.2 34.0 1.5 33.5 2.9 30-38
(28.5-38.8) (31.7-35.8) (27.9-38.0)

b 14.8 1.2 14.3 0.9(n=7) 14.5 0.8 -
(12.9-16.5) (13.3-15.4) (13.1-15.7)

b' 7.7 0.6(n=7) 7.3 0.4(n=5) 7.9 0.5 6.3-9.7
(7.2-8.8) (6.7-7.7) (6.7-8.6) 

c 59.9 6.0 58.5 7.2(n=6) 59.7 8.0
(53.0-69.6) (53.0-69.6) (43.4-71.5) 

c' 0.80 0.1 0.83 0.1(n=6) 0.80 0.1 -
(0.7-0.9) (0.7-0.9) (0.7-1.1) 

V 56.4 1.3 55.6 1.7 55.4 1.5 51-60
(55.0-58.7) (52.9-57.7) (52.6-58.6) 

Stylet ( m) 42.9 1.4 42.2 0.9 42.4 1.4 40-48
(41.3-45.3) (40.7-43.3) (40.7-44.7) 

ODG ( m) 6.3 1.1 6.4 0.8(n=7) 6.9 0.7 -
(4.7-7.7) (5.0-7.3) (5.7-8.1)

O 14.8 2.7 15.1 2.0 16.3 1.7 9-13
(10.9-17.8) (11.5-17.5) (13.2-19.0) 

EP ( m) 127 8(n=7) 134 8(n=7) 143 12 -
(117-140) (123-144) (123-165) 

P 8.9 0.8 9.4 0.4 9.5 0.7 -
(7.5-9.9) (8.9-10.0) (8.3-10.3)

Phasmid 5.1 0.7(n=7) 4.8 0.5 5.2 0.3(n=11) -
( m) (4.0-5.9) (4.0-5.5) (4.7-5.7) 

Anterior phasmid 40.3 (n=4) 37.2 2.5(n=6) 33.1 3.9(n=5) 34-47
(37.5-48.1) (32.8-39.9) (30.2-39.7)

Posterior phasmid 77.7 3.8(n=6) 82.5 2.2(n=7) 80.4 2.8(n=8) 80-90
(70.2-80.8) (79.1-84.9) (75.3-85.3)

Tail ( m) 24 3 26 2 26 4 -
(20-30) (23-28) (20-35)

Anal body 30 2 31 1 32 1 -
width ( m) (27-33) (30-33) (31-35)
1 Anterior phasmid=ratio between distance from anterior phasmid to the anterior end of body to body length in %; Posterior

phasmid= ratio between distance from posterior phasmid to the anterior end of body to body length in %, the others see table 2.
2 Sher, S. A. 1963. (22)
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Hoplolaimus columbus A, (eg, V, ) B, 
(p, ) C, (o, ) D, (a, ) A=100 B-
D=10
Fig. 5. Photomicrographs of Hoplolaimus columbus. Female, A: Whole body (eg, esophageal gland; v, vulva); B: Posterior
phasmid (p, Phasmid); C: Anterior region (o, orifice of dorsal gland); D: Tail region (a, anus). Scale bars in A=100 m
in B-D=10 m.
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Hoplolaimus columbus SEM (Hco1) A, (lt, ts, ) B, 
(p, t, ) C, (i, p, ) D, (i, ) B=100 

A,C D=10 
Fig. 6. SEM photomicrographs of Hoplolaimus columbus (Hco1). Female, A: Lip region (lt, longitudinal striation; ts,
transverse striation); B: Posterior region (p, phasmid; t, tail); C: Posterior phasmid (i, incisure; p, phasmid); D. tail region
(i, incisure). Scale bars in B=100 m; in A, C & D=10 m.
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ABSTRACT

Chen, D. Y.1, Chen, R. S.2, Yen, J. H.3, Tsay, T. T.4, and Ni, H. F.5,6. 2006. Species of spiral nematode

and lance nematode (Nematoda: Hoplolaiminae) identified in Taiwan and Kinmen. Plant Pathol. Bull.

15:25-38. (1 Plant Pathology Division, Taiwan Agricultural Research Institute, Wufeng, Taichung,

Taiwan; 2 Graduate Institute of Biotechnology, National Chiayi University, Chiayi, Taiwan ;
3 Agricultural Extension Center, National Chung Hsing University, Taichung, Taiwan; 4 Department of

Plant Pathology, National Chung Hsing University, Taichung, Taiwan; 5 Department of Plant

Protection, Chiayi Agricultural Experiment Station, TARI, Taiwan; 6 Corresponding author, E-mail:

hfni@dns.caes.gov.tw, Fax: +886-5-2773630)

Six populations of Scutellonema brachyurum (Steiner, 1938) Andrassy, 1958, three populations

of S. truncatum Sher, 1963 and seven populations of Hoplolaimus columbus Sher, 1963 were

collected and identified for the first time in Taiwan and Kinmen. Based on the external morphology,

morphometrics and the sequence of internal transcribed spacer (ITS) region and 5.8S unit of the

ribosomal DNA, the species taxon for each nematode population was confirmed. In this study,

additional morphometric data and SEM figures for these three species were also provided. The

sequence of representative rDNA fragment of each species was deposited in GenBank for the benefits

of worldwide researchers. 

Key words: spiral nematode, lance nematode, identification, Scutellonema brachyurum, Scutellonema

truncatum, Hoplolaimus columbus, ribosomal DNA


